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Figure 7

@®Module 1

Accession ID  Kinase Family

Activation Loop

TTHERM_00267860
TTHERM_01309100
TTHERM_00760190
TTHERM_00760270
TTHERM_00355550
TTHERM_00469230
TTHERM_00624260
TTHERM_00717780
TTHERM_00394590
TTHERM_00532680
TTHERM_00579320
TTHERM_00220990
TTHERM_00632930
TTHERM_00433420
TTHERM_00658860
TTHERM_01055410
TTHERM_01076990
TTHERM_01443850
TTHERM_00823550

RCK
RCK
MAPK
MAPK
MAPK
MAPK
CDKL
CDKL
CDK
GSK
GSK
c1~*
C1*
PKA
PKA
AKTR
PLK*
PLK*
AMPK

---IVKLIDFGLAREVRSR-——-- PPY'{‘D':E'VSTRWYRAPE ILL
SLFNIKLIDFGSS-KCRQD——-—-- NQF'{‘D":VGVRWYRAPELLL
SNCDLKICDFGLARTIIPGLKCRAGML '{‘D‘:VATRWYRAPELLL
SNCDLKICDFGLARSVAN-—--— —TKNDL'{‘D':VTTRWYRPPELLL
SE CHVKLADFGLARSVAQKEDDAPPVLTE'{VATRWYRAPE ILL
KNCDLKICDFGLARGFEE-—-—-—-PGE %L'{‘EYVITRWYRAPEVIL
SDGTLKLCDFGFARHMPPK—-—--QNE IL'{‘D':E'VATRWYRS PELLL
YNYELKLCDFGFARTLPSK---QGEII TD}'VA'E‘RWYRAPELLL
KTGKLLLGDMGISRDFPEN-- —KDQEL'}‘GNE‘ ITRLYRPPEILF
RNHNLKMCDFGSAKKLVPG———--— E gNI%}’ICSRCYRAPELMF
KTMQLKICDFGSAKKLIKG-——-— EPNVSYICSRYYRAPELIF
-QFNLKVADFGFATLMEGKDG—- —NGLLK';‘CLGTE SYMAPETHA
-NFNLKIADFGFSARLDGKDG-- SGFLK§ %LG‘;‘E GYMAPEINE

-DGYLKLTDFGFAKVVEGR-——-——— TYTLCGTPEYLAPEILL
-DGYLKLTDFGFAKYCDSR—-——---— '}‘Y‘}‘LCGTPEYLAPE ILL
-DGYVKITDFGLAKVLEKGK---—- LTN%LVG‘;‘PDYLSPE IIN
-KMEIKLGDFGLATKLEFDGE----KKRTICGTPNYIAPEILD
-NMTLKIGDFGLATKIEYEGE--- —KKK'}‘VCGTPNYIAPE ILE
-NNNIKIADFGLSNIMNDG-—-—--- KYLSTSCGSPNYAAPEVIS

Module 2 @Module 3 @Module 4 @Phos-PKs QO Others

44



ASBMB

~
[y
—~

~~’,

MOLECULAR & CELLULAR PROTEOMICS

MCP

Figure 8
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