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The murine immune response to GAT, a synthetic polymer of blots containing RNA from another Th clone, BD01' (3), and
glutamic acid^ialanine^tyrosine10, is of particular interest for from a ^nes o f 2 2 GAT-specific T-cell hybridomas (Zborowski
two reasons. First, the ability to generate an immune response and Kiai&' unpublished). Of these 23 additional T cells, only
to GAT is under genetic control (1). Second, the immunoglobulin o n e contained detectable levels of V/34 RNA. This suggests that
(Ig) molecules produced by GAT-specific B cells are unusually ^ GAT-specific TCR repertoire is more heterogeneous than the
homogeneous (2); a single VH gene segment (3, 4) and at most anti-GAT B cell repertoire.
2 Vx gene segments (5) encode most of the anti-GAT Ig. Given
the unique aspects of this immune response, it is possible to ACKNOWLEDEGMENTS
determine whether GAT-specific T cells are as homogeneous as
GAT-specific B cells and whether the T cell receptors (TCR) W e w i s h t 0 ihank D r - Anthony Abruzzini for the original T cell
used in recognizing GAT share regions of sequence similarity c lones> B B 0 2 ' md BD01', and Drs. Mitchell Kronenberg
with the anti-GAT Ie (UCLA) and Leroy Hood (Caltech) for the TCR gene probes.

The gene encoding the 0 chain of the TCR was identified as T ^ w o r k w a s supported by Robert A. Welch Foundation Grant
a rearranged J/3-containing DNA fragment that was unique to AQ-985 (E.K.) and NIH Grants AI-22181 (E.K.), AI-13915
BB02' (3), a GAT-specific helper T (Th) cell clone. This (C.W.P.), and AI-13987 (J.A.K.).
fragment was cloned into XgtWesB; the internal fragments
containing the V, D, and J gene segments were then subcloned REFERENCES
into M13 and sequenced. As presented below, the rearranged
TV-D a u • A. nnrvv * • ~A • fZ.^ • • fri,» •• MartinJ.W., Maurer,P.H. and Bcnacerraf.B. (1971)7. Immunol. 107,715.
TCR 0 chain gene from BB02 contained in-frame joins of the 2 Tonnelle.C, KenesV. Ju,S.-T., Momier.D. and Fougereau.M. (1981)
V/34 (6), D/32, and J/32.3 (7) gene segments and there was no MoL immu^i. ig? 979.
evidence of somatic mutation. To ascertain that this was in fact 3. Kraig.E., Kronenbcrg.M., KappJ.A., Pierce.C.W., Abruzzini.A.F.,
the expressed gene, replicate slot blots containing BB02' RNA Sorcnsen.c.M., Samelson.L.E., Schwartz.R.H. and Hood.L.E. (1983) J.
were hybridized with seven V/3 probes; only V/34 hybridized. ? ' ' ^ ' ' 1 ? 8 ' w 9 2 L u u / v • « »•. • r TK. 1 ~A

__ J .. j , ' . \,a 1. 4- Rocca-SerraJ., Matthes.H.W., Kaartinen.M., MUstein.C, ThezeJ. and
The protein sequence predicted from this V/3 gene was then Fougereau.M. (1983) 7*, EMBO Journal 2, 867.

compared with the Vx and VH polypeptides used by GAT- 5. Tonndte.C., Rocca-SerraJ., Somme.G., Fougereau.M. and ThezeJ. (1983)
specific B cells. Interestingly, there were no regions of / Exp. MaL 158, 1415.
significantly greater similarity between these sequences than 6- Barth.R.K., Kim.B.S., Lan.N.C, Hunkapmer,T.,Sobieck,N.,winoto,A.,
between any rtndom jS and Ig polypeptides. ThiiTwas true even ^ n ^ i ^ ' " ^ ' ^ W d s S m a n J L- ^ HoodX (1985)

when comparing the critical V(D)J junction regions. Lastly, to 7 Malissen.M*., Minard.K., Mjokness,S., Kronenberg,M., GovermanJ.,
determine whether other GAT-specific T cells utilize the same Hunkapiller.T., Prystowsky.M.B., Yoshikai.Y., Fitch.F., Mak.T.W. and
TCR, a series of 17 V/3 probes was hybridized in parallel to slot Hood.L. (1984) Cell 37, 1101.
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1 CCttM 6T C U 6TC i t CCS MA ATT ATC CA6 MA CCA V U TAT CTC ST6 fJH 6TC »CA G6G A6C 61A AM ATC CTG
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I C E Q T L G H H A H r w i l O S A K K P L E F I I F
It ATA T6C 6AA CAfi TAT CTA G6C CAC AAT SCT AT6 TAT T 6 i TAT ABA CAA AffI GCT AA6 AAfi CtT CTA 6*0 TTC ATG TTT

I Y J ' O K L K D « Q T A S S I F ( l P < | S S K i : » H
1S« TCt TAC A6C TAT CAA A M CTT ATS GAC AAT CA6 ACT 6 t t TCA AST CSC n c CAA CCT CAA A6T TCA AA6 AAA AAC CAT

L 0 L Q 1 T A L K P 0 0 S A T T F C A S S 0 E I 6 S
t» H A GAC CTT CAS ATC ACA 6CT CTA AAS CCT 6AT 6AC TCS VX ACA TAC n c T6T 6CC AGC A£C C M 6A6 ASS GST TCT

0* 9

S A E T L T F S S 6 T R L T V L
311 AST SCA GAA ACS CT6 TAT TTT GEC TCA SGA ACC ASA CTG ACT 6TT CTC 6ETA
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